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SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: 

(A) NAME: Margaret Ann Johns 

(B) STREET: 

(C) CITY: 

(D) STATE: 

(E) COUNTRY: 

(F) POSTAL CODE (ZIP) : 

(G) TELEPHONE: 

(H) TELEFAX: 



APPLICANT: 

(A) NAME: Brian Jay Moldover 

(B) STREET: 

(C) CITY: 

(D) STATE: 

(E) COUNTRY: 

(F) POSTAL CODE (ZIP) : 

(G) TELEPHONE: 

(H) TELEFAX: 
APPLICANT : 

(A) NAME: James David Of ford 

(B) STREET: 

(C) CITY: 

(D) STATE: 

(E) COUNTRY: 

(F) POSTAL CODE (ZIP) : 

(G) TELEPHONE: 

(H) TELEFAX: 



(ii) TITLE OF INVENTION: Alpha-2 /Del ta Gene 



(iii) NUMBER OF SEQUENCES: 49 



(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentin Release #1.0, Version #1.30 (EPO) 



(2) INFORMATION FOR SEQ ID NO : 1: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: a25-B 



(iii) MOLECULE TYPE: cDNA 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1: 
CGGGCAGCGCAGCCCGCAGAGGCGCTGCGGCCCGTGCAGCCCCGGAGGCCCCTCGCGGAGAAGGCG 
GCGGCGGAGGAGAGGCCGAGTTACCGCCCGCCGCCCGCGCCCCCCCAACCCCGCCGCCGCCGCCGC 
CGCCGCCACTGCCCCCCCTCCCCGCGGCGCCGCATCTTGAATGGAAACATGGCGGTGCCGGCTCGG 
ACCTGCGGCGCCTCTCGGCCCGGCCCAGCGCGGACTGCGCGCCCCTGGCCCGGCTGCGGCCCCCAC 
CCTGGCCCCGGCACCCGGCGCCCGACGTCCGGGCCCCCGCGCCCGCTGTGGCTGCTGCTGCCGCTT 
CTACCGCTGCTCGCCGCCCCCGGCGCCTCTGCCTACAGCTTCCCCCAGCAGCACACGATGCAGCAC 
TGGGCCCGGCGTCTGGAGCAGGAGGTCGACGGCGTGATGCGGATTTTTGGAGGCGTCCAGCAGCTC 
CGTGAGATTTACAAGGACAACCGGAACCTGTTCGAGGTACAGGAGAATGAGCCTCAGAAGTTGGTG 
GAGAAGGTGGCAGGGGACATTGAGAGCCTTCTGGACAGGAAGGTGCAGGCCCTGAAGAGACTGGCT 
GATGCTGCAGAGAACTTCCAGAAAGCACACCGCTGGCAGGACAACATCAAGGAGGAAGACATCGTG 
TACTATGACGCCAAGGCTGACGCTGAGCTGGACGACCCTGAGAGTGAGGATGTGGAAAGGGGGTCT 
AAGGCCAGCACCCTAAGGCTGGACTTCATCGAGGACCCAAACTTCAAGAACAAGGTCAACTATTCA 
TACGCGGCTGTACAGATCCCTACGGACATCTACAAAGGCTCCACTGTCATCCTCAATGAGCTCAAC 
TGGACAGAGGCCCTGGAGAATGTGTTCATGGAAAACCGCAGACAAGACCCCACACTGCTGTGGCAG 
GTCTTCGGCAGCGCCACAGGAGTCACTCGCTACTACCCGGCCACCCCGTGGCGAGCCCCCAAGAAG 
ATCGACCTGTACGATGTCCGAAGGAGACCCTGGTATATCCAGGGGGCCTCGTCACCCAAAGACATG 
GTCATCATCGTGGATGTGAGTGGCAGTGTGAGCGGCCTGACCCTGAAGCTGATGAAGACATCTGTC 
TGCGAGATGCTGGACACGCTGTCTGATGATGACTATGTGAATGTGGCCTCGTTCAACGAGAAGGCA 
CAGCCTGTGTCATGCTTCACACACCTGGTGCAGGCCAATGTGCGCAACAAGAAGGTGTTCAAGGAA 
GCTGTGCAGGGCATGGTGGCCAAGGGCACCACAGGCTACAAGGCCGGCTTTGAGTATGCCTTTGAC 
CAGCTGCAGAACTCCAACATCACTCGGGCCAACTGCAACAAGATGATCATGATGTTCACGGATGGT 
GGTGAGGACCGCGTGCAGGACGTCTTTGAGAAGTACAATTGGCCAAACCGGACGGTGCGCGTGTTT 
ACTTTCTCCGTGGGGCAGCATAACTATGACGTCACACCGCTGCAGTGGATGGCCTGTGCCAACAAA 
GGCTACTATTTTGAGATCCCTTCCATCGGAGCCATCCGCATCAACACACAGGAATATCTAGATGTG 
TTGGGCAGGCCCATGGTGCTGGCAGGCAAGGAGGCCAAGCAGGTTCAGTGGACCAACGTGTATGAG 
GATGCACTGGGACTGGGGTTGGTGGTAACAGGGACCCTCCCTGTTTTCAACCTGACACAGGATGGC 
CCTGGGGAAAAGAAGAACCAGCTGATCCTGGGCGTGATGGGCATTGACGTGGCTCTGAATGACATC 
AAGAGGCTGACCCCCAACTACACGCTTGGAGCCAACGGCTATGTGTTTGCCATTGACCTGAACGGC 
TACGTGTTGCTGCACCCCAATCTCAAGCCCCAGACCACCAACTTCCGGGAGCCTGTGACTCTGGAC 
TTCCTGGATGCGGAGCTAGAGGATGAGAACAAGGAAGAGATCCGTCGGAGCATGATTGATGGCAAC 
AAGGGCCACAAGCAGATCAGAACGTTGGTCAAGTCCCTGGATGAGAGGTACATAGATGAGGTGACA 
CGGAACTACACCTGGGTGCCTATAAGGAGCACTAACTACAGCCTGGGGCTGGTGCTCCCACCCTAC 
AGCACCTTCTACCTCCAAGCCAATCTCAGTGACCAGATCCTGCAGGTCAAGTATTTTGAGTTCCTG 
CTCCCCAGCAGCTTTGAGTCTGAAGGACACGTTTTCATTGCTCCCAGAGAGTACTGCAAGGACCTG 
AATGCCTCAGACAACAACACCGAGTTCCTGAAAAACTTTATTGAGCTCATGGAGAAAGTGACTCCA 
GACTCCAAGCAGTGCAACAACTTCCTTCTGCACAACCTGATCTTGGACACGGGCATCACGCAGCAG 
CTGGTAGAGCGTGTGTGGAGGGACCAGGATCTCAACACGTACAGCCTACTGGCCGTGTTCGCTGCC 
ACAGACGGTGGCATCACCCGAGTCTTCCCCAACAAGGCAGCTGAGGACTGGACAGAGAACCCTGAG 
CCCTTCAATGCCAGCTTCTACCGCCGCAGCCTGGATAACCACGGTTATGTCTTCAAGCCCCCACAC 
CAGGATGCCCTGTTAAGGCCGCTGGAGCTGGAGAATGACACTGTGGGCATCCTCGTCAGCACAGCT 
GTGGAGCTCAGCCTAGGCAGGCGCACACTGAGGCCAGCAGTGGTGGGCGTCAAGCTGGACCTAGAG 
GCTTGGGCTGAGAAGTTCAAGGTGCTAGCCAGCAACCGTACCCACCAAGACCAGCCTCAGAAGTGC 
GGCCCCAACAGCCACTGTGAGATGGACTGCGAGGTTAACAATGAGGACTTACTCTGTGTCCTCATT 
GATGATGGAGGATTCCTGGTGCTGTCAAACCAGAACCATCAGTGGGACCAGGTGGGCAGGTTCTTC 
AGTGAGGTGGATGCCAACCTGATGCTGGCACTCTACAATAACTCCTTCTACACCCGCAAGGAGTCC 
TATGACTATCAGGCAGCCTGTGCCCCTCAGCCCCCTGGCAACCTGGGTGCTGCACCCCGGGGTGTC 
TTTGTGCCCACCGTTGCAGATTTCCTTAACCTGGCCTGGTGGACCTCTGCTGCCGCCTGGTCCCTG 
TTCCAGCAGCTTCTCTACGGCCTCATCTACCACAGCTGGTTCCAAGCAGACCCCGCGGAGGCCGAG 
GGGAGCCCCGAGACGCGCGAGAGCAGCTGCGTCATGAAACAGACCCAGTACTACTTCGGCTCGGTA 
AACGCCTCCTACAACGCCATCATCGACTGCGGAAACTGCTCCAGGCTGTTCCACGCGCAGAGACTG 
ACCAACACCAATCTTCTCTTTGTGGTGGCCGAGAAGCCGCTGTGCAGCCAGTGCGAGGCTGGCCGG 
CTGCTGCAGAAGGAGACGCACTGCCCAGCGGACGGCCCGGAGCAGTGTGAGCTAGTGCAGAGACCG 
CGATACCGGAGAGGCCCGCACATCTGCTTCGACTACAACGCGACAGAAGATACCTCAGACTGTGGC 
CGCGGGGCCTCCTTCCCGCCGTCGCTGGGCGTCCTGGTCTCCCTGCAACTGCTGCTCCTCCTGGGC 
CTGCCGCCCCGGCCGCAGCCTCAAGTCCTCGTCCACGCCTCTCGCCGCCTCTGAGCACCCTGCCCC 
ACCCCACCTCCACTCCCACCTCACCCGGCCTCTTCGCCTTTCCCACCCTCCTGCCCCACACTCCCC 
GCCTTAGAGCCTCGTCCCTCCCTCACTGAAGGACCTGAGCTGGCCAGGCCCTGAGAGTCTGGTCTG 
CGCCTTGGGATGGGGAGTCCCATU^GCGGGACGCCGCAGGTGTTTGGCACCCAAATCACATCTCACC 



r 
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TCCGAACTGTTCAAGTGTCCCCAGACCCTTCTTGCCTGCTGGGCTCCCCCCAGTGGGATGGGACAG 
GGAGGCCACACGCACTGGTGCCAAAACCAGGCCTCTGCTGCCGCCCTTCCTGGAGGCTGCCTATGT 
TGGGGGGGACCCTGCCTCAGCTGACCCGGCCTCTCTGCCCCACCCAAGCCCAAACTTGGTTTCTGT 
GAGAATAGTGGAGGAAGGTGAGATGGCCAGTTTGAAGCCTGTGCCTCCCAGCTTAAATCCTAGCAG 
GAGAGAGGCTCTGGGGCAGCCCCCATGGGCTCCTGCCCCTTTCAGGCCTACAGCCACATCCCCAAG 
CCCACCAGGTGTCAGGATAGTCACAGTGATACCAGTTCAGACACTACCCCATATACACCTGGAACA 
TTGAGGATGGAAACTGGACTCACATTCGACATACCCCACTGGGCACACGCACAAACACACACACTA 
TGGGGTGGGGTGGGTGTAGGGGCTTACAAAGCCTTACACAGGGCGAGGGGTTGGTGGGAGGGTTGG 
CACCTGCACACTCCATCTCCTGCTCACCACCTGCCTCTAATCTGAGCTGCAGCCTGGCTGGTCCTC 
CCATTTCTAAAGCTGAATGTCAAACAGTGCCAAATGCTGGGGCAGGGGGTGAAGAACCCTCTGTCC 
CACCCCTAGCCACCAGTGTCCTCCAAGTGCCCCCTCACCTCTCCAGGTGCTCATTGTAACCATTTC 
TCACTAGTGTCAGGCCCCCAGTGGGACCACATGCCACTGCCTGCACCTTTCGGCAGAGGAACCCCC 
ACCAGACATCACCCTTTGCCTTAGCAGGGGTGACTTTGTCTCTCCTGGCTGGGCCATCCTTCCGCC 
AATCTGGCCCTTACACACTCAGGCCTGTGCCCACTCCCTATCTCCTTCCCACCCCTACACACACAC 
TCCCTGCTTGCAGGAGGCCAAACTGTCCCTCCCTTGCTGAACACACACACACACACACACACACAG 
GTGGGGACTGGGCACAGCTCTTCACACCATTCATTCTGGTCATTTCCCCCAAAGGCATCCCAGCCT 
GGGGGCCAGTGGGGAACTGAGGGCAAGGGGATATAGTGATGGGGCTCAGATGGACTGGGAGGAGGG 
GGAGGGTGATGCATTAATTAATGGCTTCGTTAATTAATGTCATGTTGCTTGTCGCTTTCTCAGTGT 

gtgtgtgtggtccatgcccactgctggtgccagggtgggtgtccatgtgcacccggcctggatgcc 

AGCTGTGTCCTTCGGGGGCGTGCGTGTAACTGTAGTGTAGTCAGGTGCTCAATGGAGAATATAAAC 

atatacagaaaaatatatattttaagtttaaaaaacagaaaaacagacaaaacaatccccatcagg 
tagctgtctaacccccagctgggtctaatccttctcattacccacccgacctggctgcccctcacc 
ttgggctgggggactggggggccatttccttttctctgccctttttttgttgttctattttgtaca 

GACAAGTTGGAAAAACAACAGCGACAAAAAAGTCAAGAAACTTTGTAAAATATCGTGTGTGTGATT 

ccttgtaaaatattttcaaatggtttattacagaagatcagttattaaataatgttcatattttca 

CTTC 

(2) INFORMATION FOR SEQ ID NO : 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: a25-B 

(iii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

MAVPARTCGASRPGPARTARPWPGCGPHPGPGTRRPTSGPPRPLWLLLPLLPLLAAPGASAYSFPQ 
QHTMQHWARRLEQEVDGVMRIFGGVQQLREIYKDNRNLFEVQENEPQKLVEKVAGDIESLLDRKVQ 
ALKRLADAAENFQKAHRWQDNIKEEDIVYYDAKADAELDDPESEDVERGSKASTLRLDFIEDPNFK 
NKVNYSYAAVQIPTDIYKGSTVILNELNWTEALENVFMENRRQDPTLLWQVFGSATGVTRYYPATP 
WRAPKKIDLYDVRRRPWYIQGASSPKDMVIIVDVSGSVSGLTLKLMKTSVCEMLDTLSDDDYVNVA 
SFNEKAQPVSCFTHLVQANVRNKKVFKEAVQGMVAKGTTGYKAGFEYAFDQLQNSNITRANCNKMI 
MMFTDGGEDRVQDVFEKYNWPNRTVRVFTFSVGQHNYDVTPLQWMACANKGYYFEIPSIGAIRINT 
QEYLDVLGRPMVLAGKEAKQVQWTNVYEDALGLGLWTGTLPVFNLTQDGPGEKKNQLILGVMGID 
VALNDIKRLTPNYTLGANGYVFAIDLNGYVLLHPNLKPQTTNFREPVTLDFLDAELEDENKEEIRR 
SMIDGNKGHKQIRTLVKSLDERYIDEVTRNYTWVPIRSTNYSLGLVLPPYSTFYLQANLSDQILQV 
KYFEFLLPSSFESEGHVFIAPREYCKDLNASDNNTEFLKNFIELMEKVTPDSKQCNNFLLHNLILD 
TG I TQQL VERVWRDQDLNT YS LLAVF AATDGG I TRVF PNKAAEDWTENP E P FNAS F YRRS LDNHG Y 
VFKPPHQDALLRPLELENDTVGILVSTAVELSLGRRTLRPAWGVKLDLEAWAEKFKVLASNRTHQ 
DQPQKCGPNSHCEMDCEVNNEDLLCVLIDDGGFLVLSNQNHQWDQVGRFFSEVDANLMLALYNNSF 
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YTRKESYDYQAACAPQPPGNLGAAPRGVFVPTVADFLNLAWWTSAAAWSLFQQLLYGLIYHSWFQA 
DPAEAEGSPETRESSCVMKQTQYYFGSVNASYNAIIDCGNCSRLFHAQRLTNTNLLFWAEKPLCS 
QCEAGRLLQKETHCPADGPEQCELVQRPRYRRGPHICFDYNATEDTSDCGRGASFPPSLGVLVSLQ 
LLLLLGLPPRPQPQVLVHASRRL 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
( B ) LOCATI ON : 

(D) OTHER INFORMATION: a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
TACTATAGGGCGGCCGCGAATTCGGCACGAGGCGGCGCGGAGCGGAGCAGGCAGCCCCGCGCGCTC 
GCCCACCGCCCGCTCCGCGCAGCTCCCCGCGGCCGCTCTCGTCGCCGCCGCAGCGGGCGCGTCGGA 
GGGAGCCCAGCATGGCCGGGCCGGGCTCGCCGCGCCGCGCGTCCCGGGGGGCCTCGGCGCTTCTCG 
CTGCCGCGCTTCTCTACGCCGCGCTGGGGGACGTGGTGCGCTCGGAGCAGCAGATACCGCTCTCCG 
TGGTGAAGCTCTGGGCCTCGGCTTTTGGTGGGGAGATAAAATCCATTGCTGCTAAGTACTCCGGTT 
CCCAGCTTCTGCAAAAGAAATACAAAGAGTATGAGAAAGACGTTGCCATAGAAGAAATTGATGGCC 
TCCAACTGGTAAAGAAGCTGGCAAAGAACATGGAAGAGATGTTTCACAAGAAGTCTGAGGCCGTCA 
GGCGTCTGGTGGAGGCTGCAGAAGAAGCACACCTGAAACATGAATTTGATGCAGACTTACAGTATG 
AATACTTCAATGCTGTGCTGATAAATGAAAGGGACAAAGACGGGAATTTTTTGGAGCTGGGAAAGG 
AATTCATCTTAGCCCCAAATGACCATTTTAATAATTTGCCTGTGAACATCAGTCTAAGTGACGTCC 
AAGTACCAACGAACATGTACAACAAAGACCCTGCAATTGTCAATGGGGTTTATTGGTCTGAATCTC 
TAAACAAAGTTTTTGTAGATAACTTTGACCGTGACCCATCTCTCATATGGCAGTACTTTGGAAGTG 
CAAAGGGCTTTTTTAGGCAGTATCCGGGGATTAAATGGGAACCAGATGAGAATGGAGTCATTGCCT 
TCGACTGCAGGAACCGAAAATGGTACATCCAGGCAGCAACTTCTCCGAAAGACGTGGTCATTTTAG 
TTGACGTCAGTGGCAGCATGAAAGGACTCCGTCTGACTATCGCGAAGCAAACAGTCTCATCCATTT 
TGGATACACTTGGGGATGATGACTTCTTCAACATAATTGCTTATAATGAGGAGCTTCACTATGTGG 
AACCTTGCCTGAATGGAACTTTGGTGCAAGCCGACAGGACAAACAAAGAGCACTTCAGGGAGCATC 
TGGACAAACTTTTCGCCAAAGGAATTGGAATGTTGGATATAGCTCTGAATGAGGCCTTCAACATTC 
TGAGTGATTTCAACCACACGGGACAAGGAAGTATCTGCAGTCAGGCCATCATGCTCATAACTGATG 
GGGCGGTGGACACCTATGATACAATCTTTGCAAAATACAATTGGCCAGATCGAAAGGTTCGCATCT 
TCACATACCTCATTGGACGAGAGGCTGCGTTTGCAGACAATCTAAAGTGGATGGCCTGTGCCAACA 
AAGGATTTTTTACCCAGATCTCCACCTTGGCTGATGTGCAGGAGAATGTCATGGAATACCTTCACG 
TGCTTAGCCGGCCCAAAGTCATCGACCAGGAGCATGATGTGGTGTGGACCGAAGCTTACATTGACA 
GCACTCTGACTGATGATCAGGGCCCCGTCCTGATGACCACTGTAGCCATGCCTGTGTTTAGTAAGC 
AGAACGAAACCAGATCGAAGGGCATTCTTCTGGGAGTGGTTGGCACAGATGTCCCAGTGAAAGAAC 
TTCTGAAGACCATCCCCAAATACAAGTTAGGGATTCACGGTTATGCCTTTGCAATCACAAATAATG 
GRTATATCCTGACGCATCCGGAACTCAGGCTGCTGTACGAAGAAGGAAAAAAGCGAAGGAAACCTA 
ACTATAGTAGCGTTGACCTCTCTGAGGTGGAGTGGGAAGACCGAGATGACGTGTTGAGAAATGCTA 
TGGTGAATCGAAAGACGGGGAAGTTTTCCATGGAGGTGAAGAAGACAGTGGACAAAGGGAAACGGG 
TTTTGGTGATGACAAATGACTACTATTATACAGACATCAAGGGTACTCCTTTCAGTTTAGGTGTGG 
CGCTTTCCAGAGGTCATGGGAAATATTTCTTCCGAGGGAATGTAACCATCGAAGAAGGCCTGCATG 
ACTTAGAACATCCCGATGTGTCCTTGGCAGATGAATGGTCCTACTGCAACACTGACCTACACCCTG 
AGCACCGCCATCTGTCTCAGTTAGAAGCGATTAAGCTCTACCTAAAAGGCAAAGAACCTCTGCTCC 
AGTGTGATAAAGAATTGATCCAAGAAGTCCTTTTTGACGCGGTGGTGAGTGCCCCCATTGAAGCGT 
ATTGGACCAGCCTGGCCCTCAACAAATCTGAAAATTCTGACAAGGGCGTGGAGGTTGCCTTCCTCG 
GCACTCGCACGGGCCTCTCCAGAATCAACCTGTTTGTCGGGGCTGAGCAGCTCACCAATCAGGACT 



TCCTGAAAGCTGGCGACAAGGAGAACATTTTTAACGCAGACCATTTCCCTCTCTGGTACCGAAGAG 
CCGCTGAGCAGATTCCAGGGAGCTTCGTCTACTCGATCCCATTCAGCACTGGACCAGTCAATAAAA 
GCAATGTGGTGACAGCAAGTACATCCATCCAGCTCCTGGATGAACGGAAATCTCCTGTGGTGGCAG 
CTGTAGGCATTCAGATGAAACTTGAATTTTTCCAAAGGAAGTTCTGGACTGCCAGCAGACAGTGTG 
CTTCCCTGGATGGCAAATGCTCCATCAGCTGTGATGATGAGACTGTGAATTGTTACCTCATAGACA 
ATAATGGATTTATTTTGGTGTCTGAAGACTACACACAGACTGGAGACTTTTTTGGTGAGATCGAGG 
GAGCTGTGATGAACAAATTGCTAACAATGGGCTCCTTTAAAAGAATTACCCTTTATGACTACCAAG 
CCATGTGTAGAGCCAACAAGGAAAGCAGCGATGGCGCCCATGGCCTCCTGGATCCTTATAATGCCT 
TCCTCTCTGCAGTAAAATGGATCATGACAGAACTTGTCTTGTTCCTGGTGGAATTTAACCTCTGCA 
GTTGGTGGCACTCCGATATGACAGCTAAAGCCCAGAAATTGAAACAGACCCTGGAGCCTTGTGATA 
CTGAATATCCAGCATTCGTCTCTGAGCGCACCATCAAGGAGACTACAGGGAATATTGCTTGTGAAG 
ACTGCTCCAAGTCCTTTGTCATCCAGCAAATCCCAAGCAGCAACCTGTTCATGGTGGTGGTGGACA 
GCAGCTGCCTCTGTGAATCTGTGGCCCCCATCACCATGGCACCCATTGAAATCAGGTATAATGAAT 
CCCTTAAGTGTGAACGTCTAAAGGCCCAGAAGATCAGAAGGCGCCCAGAATCTTGTCATGGCTTCC 
ATCCTGAGGAGAATGCAAGGGAGTGTGGGGGTGCGCCGAGTCTCCAAGCCCAGACAGTCCTCCTTC 
TGCTCCCTCTGCTTTTGATGCTCTTCTCAAGGTGACACTGACTGAGATGTTCTCTTACTGACTGAG 
ATGTTCTCTTGGCATGCTAAATCATGGATAAACTGTGAACCAAAATATGGTGCAACATACGAGACA 
TGAATATAGTCCAACCATCAGCATCTCATCATGATTTTAAACTGTGCGTGATATAAACTCTTAAAG 
ATATGTTGACAAAAAGTTATCTATCATCTTTTTACTTTGCCAGTCATGCAAATGTGAGTTTGCCAC 
ATGATAATCACCCTTCATCAGAAATGGGACCGCAAGTGGTAGGCAGTGTCCCTTCTGCTTGAAACC 
TATTGAAACCAATTTAAAACTGTGTACTTTTTAAATAAAGTATATTAAAATCATAAAAAAAAAAAA 
AAAAAAAA 



(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME /KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: a28-D 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
CCATGCCTGCAACTCCCAACTTCCTCGCAAACCCCAGCTCCAGCAGCCGCTGGATTCCCCTCCAGC 
CAATGCCCGTGGCCTGGGCCTTTGTGCAGAAGACCTCGGCCCTCCTGTGGCTGCTGCTTCTAGGCA 
CCTCCCTGTCCCCTGCGTGGGGACAGGCCAAGATTCCTCTGGAAACAGTGAAGCTATGGGCTGACA 
CCTTCGGCGGGGACCTGTATAACACTGTGACCAAATACTCAGGCTCTCTCTTGCTGCAGAAGAAGT 
ACAAGGATGTGGAGTCCAGTCTGAAGATCGAGGAGGTGGATGGCTTGGAGCTGGTGAGGAAGTTCT 
CAGAGGACATGGAGAACATGCTGCGGAGGAAAGTCGAGGCGGTCCAGAATCTGGTGGAAGCTGCCG 
AGGAGGCCGACCTGAACCACGAATTCAATGAATCCCTGGTGTTCGACTATTACAACTCGGTCCTGA 
TCAACGAGAGGGACGAGAAGGGCAACTTCGTGGAGCTGGGCGCCGAGTTCCTCCTGGAGTCCAATG 
CTCACTTCAGCAACCTGCCGGTGAACACCTCCATCAGCAGCGTGCAGCTGCCCACCAACGTGTACA 
ACAAAGACCCAGATATTTTAAATGGAGTCTACATGTCTGAAGCCTTGAATGCTGTCTTCGTGGAGA 
ACTTCCAGAGAGACCCAACGTTGACCTGGCAATATTTTGGCAGTGCAACTGGATTCTTCAGGATCT 
ATCCAGGTATAAAATGGACACCTGATGAGAATGGAGTCATTACTTTTGACTGCCGAAACCGCGGCT 
GGTACATTCAAGCTGCTACTTCTCCCAAGGACATAGTGATTTTGGTGGACGTGAGCGGCAGTATGA 
AGGGGCTGAGGATGACTATTGCCAAGCACACCATCACCACCATCTTGGACACCCTGGGGGAGAATG 
ACTTCGTTAATATCATAGCGTACAATGACTACGTCCATTACATCGAGCCTTGTTTTAAAGGGATCC 
TCGTCCAGGCGGACCGAGACAATCGAGAGCATTTCAAACTGCTGGTGGAGGAGTTGATGGTCAAAG 
GTGTGGGGGTCGTGGACCAAGCCCTGAGAGAAGCCTTCCAGATCCTGAAGCAGTTCCAAGAGGCCA 
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AGCAAGGAAGCCTCTGCAACCAGGCCATCATGCTCATCAGCGACGGCGCCGTGGAGGACTACGAGC 
CGGTGTTTGAGAAGTATAACTGGCCAGACTGTAAGGTCCGAGTTTTCACTTACCTCATTGGGAGAG 
AAGTGTCTTTTGCTGACCGCATGAAGTGGATTGCATGCAACAACAAAGGCTACTACACGCAGATCT 
CAACGCTGGCGGACACCCAGGAGAACGTGATGGAATACCTGCACGTGCTCAGCCGCCCCATGGTCA 
TCAACCACGACCACGACATCATCTGGACAGAGGCCTACATGGACAGCAAGCTCCTCAGCTCGCAGG 
CTCAGAGCCTGACACTGCTCACCACTGTGGCCATGCCAGTCTTCAGCAAGAAGAACGAAACGCGAT 
CCCATGGCATTCTCCTGGGTGTGGTGGGCTCAGATGTGGCCCTGAGAGAGCTGATGAAGCTGGCGC 
CCCGGTACAAGCTTGGAGTGCACGGATACGCCTTTCTGAACACCAACAATGGCTACATCCTCTCCC 
ATCCCGACCTCCGGCCCCTGTACAGAGAGGGGAAGAAACTAAAACCCAAACCTAACTACAACAGTG 
TGGATCTCTCCGAAGTGGAGTGGGAAGACCAGGCTGAATCTCTGAGAACAGCCATGATCAATAGGG 
AAACAGGTACTCTCTCGATGGATGTGAAGGTTCCGATGGATAAAGGGAAGCGAGTTCTTTTCCTGA 
CCAATGACTACTTCTTCACGGACATCAGCGACACCCCTTTCAGTTTGGGGGTGGTGCTGTCCCGGG 
GCCACGGAGAATACATCCTTCTGGGGAACACGTCTGTGGAAGAAGGCCTGCATGACTTGCTTCACC 
CAGACCTGGCCCTGGCCGGTGACTGGATCTACTGCATCACAGATATTGACCCAGACCACCGGAAGC 
TCAGCCAGCTAGAGGCCATGATCCGCTTCCTCACCAGGAAGGACCCAGACCTGGAGTGTGACGAGG 
AGCTGGTCCGGGAGGTGCTGTTTGACGCGGTGGTGACAGCCCCCATGGAAGCCTACTGGACAGCGC 
TGGCCCTCAACATGTCCGAGGAGTCTGAACACGTGGTGGACATGGCCTTCCTGGGCACCCGGGCTG 

gcctcctgagaagcagcttgttcgtgggctccgagaaggtctccgacaggaagttcctgacacctg 
aggacgaggccagcgtgttcaccctggaccgcttcccgctgtggtaccgccaggcctcagagcatc 

CTGCTGGCAGCTTCGTCTTCAACCTCCGCTGGGCAGAAGGACCAGAAAGTGCGGGTGAACCCATGG 

tggtgacggcaagcacagctgtggcggtgaccgtggacaagaggacagccattgctgcagccgcgg 
gcgtccaaatgaagctggaattcctccagcgcaaattctgggcggcaacgcggcagtgcagcactg 
tggatgggccgtgcacacagagctgcgaggacagtgatctggactgcttcgtcatcgacaacaacg 

GGTTCATTCTGATCTCCAAGAGGTCCCGAGAGACGGGAAGATTTCTGGGGGAGGTGGATGGTGCTG 

tcctgacccagctgctcagcatgggggtgttcagccaagtgactatgtatgactatcaggccatgt 

GCAAACCCTCGAGTCACCACCACAGTGCAGCCCAGCCCCTGGTCAGCCCAATTTCTGCCTTCTTGA 

cggcgaccaggtggctgctgcaggagctggtgctgttcctgctggagtggagtgtctggggctcct 
ggtacgacagaggggccgaggccaaaagtgtcttccatcactcccacaaacacaagaagcaggacc 
cgctgcagccctgcgacacggagtaccccgtgttcgtgtaccagccggccatccgggaggccaacg 

GGATCGTGGAGTGCGGGCCCTGCCAGAAGGTATTTGTGGTGCAGCAGATTCCCAACAGTAACCTCC 

tcctcctggtgacagaccccacctgtgactgcagcatcttcccaccagtgctgcaggaggcgacag 

AAGTCAAATATAATGCCTCTGTCAAATGTGACCGGATGCGCTCCCAGAAGCTCCGCCGGCGACCAG 

actcctgccacgccttccatccagaggagaatgcccaggactgcggcggcgcctcggacacctcag 

CCTCGCCGCCCCTACTCCTGCTGCCTGTGTGTGCCTGGGGGCTACTGCCCCAACTCCTGCGGTGAC 
ACCACCCAGCCTGACCTGTGTTTTGGCAAGGTGATCCTTCCAGAGCCATCCCAAAAAGTCAGCACT 
GACATGGGATGCAGCTAACTGCAGTTGGGTCGCCCCCAGGCCAACGCTCCTCTCAATCCTGGGCTG 
GTGGCCCCTGGCTCCGGAGAATGCTGGATGGAACAGGAAACCAATCACCTGGCACCACTTTCAAGA 
TGCTTCATGGTGCCCGGTACCATCTGCCCTAGGTCTCAACATGAGCATACTTCTGACCTAACCTTC 
CTGTCTCCTCTTCGGGAAGCCAGCGTGAGCTCAGCTTGGACCAAGACAAAATAATTTAGTTCTTCC 
TGTACTCCAGAGTCCAGACCCAGCCAAGAAAGGGTCAGTTGTTTCTGACCCTTTCTGTCGGAGTGG 
TCTCTGGTAGAACCCAAGGACTTCTGGGTACTGAGAAGCAGCAGCAGAATGAGGCCAAATGCAGAG 
ATGAGGCTAAGGCAAGAATATGCCCCAACTAAAGCATAGATTCCCCAAAGTGAGGCTCATGGTGGG 
AGGCCACTCACCTTCCTAGCTGCTGCTCGAAAAGGTTTTGACTGTGTTGGGGTGGGGGTTGGGTAA 
GGGAATGGTCAAGACTGAGAAAGGAATGAAATCCATTCAGGAAATATCGACAGGGCTACACGTGAT 
GTCCCCAAACTGCTGCTATTGAAGAACTTCCCAAAACTTCTTTACAAAGCCCTAAAGGAAAGTTTG 
CATCTATGAAAAGCCAATAGGCTGAGACATCCAATTGCTGCATGGAAATTGATGTACATTCAGGGG 
ACGGCAAAAATAGCTGTAAAATAGTGAAAAAGAGCAGTGGTTGTGCTCTTTTCTGGCCAATGATTT 
ACAAAAGAATCTACTTGACTCTGTCCCTGGAGTGAAATCCTTAGGGTTGGAACTTGTGGGAACATT 
CCAACTTGCTAAGCAGGGTCCACTGGGAGGGAAGCTCTATCTGGGAACTCACCCCCAGCGCACACA 
CATCTCCCCCAGGGTCCCAAGGCCCCGCAGCTTCCTCCCCCGACCAAACCCCAAGACCTGGATCCC 
AGGAGACAACAGTCTCCACATGAGAGCAACATTAAGGGCAAAGCCATGGAGAAATGTGGGAGAGGC 
CGGCCTCAAATCTTTCCATTTAACAAACCCCAGTGATGGGTATGGACAGCATGCAGGGCTTTTGGG 
GCGCTTCCCCCCGCTCCTCCATCACCCTCAGCCTCCACACTTCAAAGTTCAAGTTCAAAGCTGTTC 
AAGTTTCCTACCAGCAAATAGCCCTAACTTGCCTCTAGAGTAGGCCAAATGCCAACTCTGTAAAAC 
ACACTTACATTATCGGTTACAGAATGTCACTCTTACCATCATGTCTTGCAACAACCCTGTGAGGGC 
AGTATTAATGCCCCCTTACAGCAGAAGACACTGCAGCTCGAAGACAGCTTAAGTGGCAGAATAATG 
CTAGAACAGCTAAGGTTTACATGTACCAAATAACATGTTTCAGCTCATTCCATCCTCACAACAGCC 
CCCTGAAAGTGGGTACTATCATTAGTCCCATGTTATAGAAACTGCAGCAGAGTTGAAAATTGCCTC 



CAAATTACCGGAAGAGTGTATGAAGATTGAATGTGATGTATTCACGTAACATGCTTGAAACTGCCT 
GGCATATACTAAACGCTAAATAAATACATGCTAACTGCAAAAAAAAAAAAAAAAAAA 



(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(ix) FEATURE: 

(A) NAME/ KEY: 
(B) LOCATION: 

(D) OTHER INFORMATION: a25-C 

(iii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5: 
MAGPGSPRRASRGASALLAAALLYAALGDWRSEQQIPLSWKLWASAFGGEIKSIAAKYSGSQLL 
QKKYKEYEKDVAIEEIDGLQLVKKLAKNMEEMFHKKSEAVRRLVEAAEEAHLKHEFDADLQYEYFN 
AVLINERDKIX3NFLELGKEFILAPNDHFNNLPVNISLSDVQVPTNMYNKDPAIVNGVYWSESLNKV 
FVDNFDRDPSLIWQYFGSAKGFFRQYPGIKWEPDENGVIAFDCRNRKWYIQAATSPKDWILVDVS 
GSMKGLRLTIAKQTVSSILDTLGDDDFFNIIAYNEELHYVEPCLNGTLVQADRTNKEHFREHLDKL 
FAKGIGMLDIALNEAFNILSDFNHTGQGSICSQAIMLITDGAVDTYDTIFAKYNWPDRKVRIFTYL 
IGREAAFADNLKWMACANKGFFTQISTLADVQENVMEYLHVLSRPKVIDQEHDVVWTEAYIDSTLT 
DDQGPVLMTTVAMPVFSKQNETRSKGILLGWGTDVPVKELLKTIPKYKLGIHGYAFAITNNGYIL 
THPELRLLYEEGKKRRKPNYSSVDLSEVEWEDRDDVLRNAMVNRKTGKFSMEVKKTVDKGKRVLVM 
TNDYYYTDIKGTPFSLGVALSRGHGKYFFRGNVTIEEGLHDLEHPDVSLADEWSYCNTDLHPEHRH 
LSQLEAIKLYLKGKEPLLQCDKELIQEVLFDAWSAPIEAYWTSLALNKSENSDKGVEVAFLGTRT 
GLSRINLFVGAEQLTNQDFLKAGDKENIFNADHFPLVfSfRRAAEQIPGSFVYSIPFSTGPVNKSNW 
TASTSIQLLDERKSPWAAVGIQMKLEFFQRKFWTASRQCASLDGKCSISCDDETVNCYLIDNNGF 
ILVSEDYTQTGDFFGEIEGAVMNKLLTMGSFKRITLYDYQAMCRANKESSDGAHGLLDPYNAFLSA 
VKWIMTELVLFLVEFNLCSWWHSDMTAKAQKLKQTLEPCDTEYPAFVSERTIKETTGNIACEDCSK 
SFVIQQIPSSNLFMVWDSSCLCESVAPITMAPIEIRYNESLKCERLKAQKIRRRPESCHGFHPEE 
NARECGGAPSLQAQTVLLLLPLLLMLFSR 



(2) INFORMATION FOR SEQ ID NO : 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(ix) FEATURE: 

(A) NAME/KEY: 
(B) LOCATION: 

(D) OTHER INFORMATION: a25-D 

(iii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6: 
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mpatpnflanpssssrwiplqpmpvawafvqktsallwllllgtslspawgqakipletvklwadt 
fggdlyntvtkysgslllqkkykdvesslkieevix;lelvrkfsedmenmlrrkveavqnlveaae 
eadlnhefneslvfdyynsvlinerdekgnfvelgaefllesnahfsnlpvntsissvqlptnvyn 
kdpdilngvymsealnavfvenfqrdptltwqyfgsatgffriypgikwtpdengvitfdcrnrgw 
yiqaatspkdivilvdvsgsmkglrmtiakhtittildtlgendfvniiayndyvhyiepcfkgil 
vqadrdnrehfkllveelmvkgvg wdqalreafq i lkqfqeakqg slcnqaiml i sdgavedyep 
vfekynwpdckvrvftyligrevsfadrmkwiacnnkgyytqistladtqenvmeylhvlsrpiw^ 
nhdhdiiwteaymdskllssqaqsltllttvampvfskknetrshgillgwgsdvalrelmklap 
ryklgvhgyaflntnngyilshpdlrplyregkklkpkpnynsvdlsevewedqaeslrtaminre 
tgtlsmdvkvpmdkgkrvlfltndyfftdisdtpfslgwlsrghgeyillgntsveeglhdllhp 
dlalagdwiycitdidpdhrklsqleamirfltrkidpdlecdeelvrevlfdavvtapmeaywtal 
alnmseesehwdmaflgtragllrsslfvgsekvsdrkfltpedeasvftldrfplwyrqasehp 
agsfvfnlrwaegpesagepmvvtastavavtvdkrtaiaaaagvqmkleflqrkfwaatrqcstv 
dgpctqscedsdldcfvidnngfiliskrsretgrflgevdgavltqllsmgvfsqvtmydyqamc 
kpsshhhsaaqplvspisafltatrwllqelvlfllewsvwgswydrgaeaksvfhhshkhkkqdp 
lqpcdteypvfvyqpaireangivecgpcqkvfwqqipnsnllllvtdptcdcsifppvlqeate 
vkynasvkcdrmrsqklrrrpdschafhpeenaqdcggasdtsasppllllpvcawgllpqllr 



(2) INFORMATION FOR SEQ ID NO: 7 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDE0NESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/ KEY: Coding Sequence 
-(B) LOCATION: 
(D) OTHER INFORMATION: 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
AGGATGGCCCTGGGGAAAAGAAGA 



(2) INFORMATION FOR SEQ ID NO: 8 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single. 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' primer for a25-B 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 



ATCATCAATGAGGACACAGA 



(2) INFORMATION FOR SEQ ID NO : 9 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME /KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 5' primers uscd for RT-PCR of a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
AGAACGAAACCAGATCGAAG 



(2) INFORMATION FOR SEQ ID NO : 10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS; single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

( D) OTHER INFORMATION : 3' primer uscd for RT-PCR of a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 10: 
CGATTCACCATAGCATTTCTC 



(2) INFORMATION FOR SEQ ID NO : 11 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 



(B) LOCATION: 
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(D) OTHER INFORMATION: primer for a25-C 
(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
CTACCAAGCCATGTGTA 



(2) INFORMATION FOR SEQ ID NO: 12 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 5' primer to amplify mouse a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
AGAACGAAACTAGGTCAAAG 



(2) INFORMATION FOR SEQ ID NO: 13 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' primer to amplify mouse a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
CGATTTACCATGGCATTTCGT 



(2) INFORMATION FOR SEQ ID NO: 14 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: rat sequence for a26-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

GATTCTTCTGGGTGTGGTTGGCACAGATGTCCCAGTAAAAGAGCTTCTGAAGACCATCCCCAAATA 
CAAGTTAGGAATTCATGGTTATGCCTTTGCCATCACGAATAATGGATACATCTTGACACACCCGGA 
GCTCAGGCCCCTGTATGAAGAAGGGAAAAAGCGAAGGAAGCCTAATTACAGTAGTGTGGATCTCTC 
GGAAGTCGAGTGGGAAGATCGGGATGATGTGTTACGAAATGCCATGGTAAATCGAC 



(2) INFORMATION FOR SEQ ID NO: 15 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: (1 690-1 761) a25-D, human splicc 

variant 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 : . 

CCATGCCTGCAACTCCCAACTTCCTCGCAAACCCCAGCTCCAGCAGCCGCTGGATTCCCCTCCAGC 
CAATGCCCGTGGCCTGGGCCTTTGTGCAGAAGACCTCGGCCCTCCTGTGGCTGCTGCTTCTAGGCA 
CCTCCCTGTCCCCTGCGTGGGGACAGGCCAAGATTCCTCTGGAAACAGTGAAGCTATGGGCTGACA 
CCTTCGGCGGGGACCTGTATAACACTGTGACCAAATACTCAGGCTCTCTCTTGCTGCAGAAGAAGT 
ACAAGGATGTGGAGTCCAGTCTGAAGATCGAGGAGGTGGATGGCTTGGAGCTGGTGAGGAAGTTCT 
CAGAGGACATGGAGAACATGCTGCGGAGGAAAGTCGAGGCGGTCCAGAATCTGGTGGAAGCTGCCG 
AGGAGGCCGACCTGAACCACGAATTCAATGAATCCCTGGTGTTCGACTATTACAACTCGGTCCTGA 
TCAACGAGAGGGACGAGAAGGGCAACTTCGTGGAGCTGGGCGCCGAGTTCCTCCTGGAGTCCAATG 
CTCACTTCAGCAACCTGCCGGTGAACACCTCCATCAGCAGCGTGCAGCTGCCCACCAACGTGTACA 
ACAAAGACCCAGATATTTTAAATGGAGTCTACATGTCTGAAGCCTTGAATGCTGTCTTCGTGGAGA 
ACTTCCAGAGAGACCCAACGTTGACCTGGCAATATTTTGGCAGTGCAACTGGATTCTTCAGGATCT 
ATCCAGGTATAAAATGGACACCTGATGAGAATGGAGTCATTACTTTTGACTGCCGAAACCGCGGCT 
GGTACATTCAAGCTGCTACTTCTCCCAAGGACATAGTGATTTTGGTGGACGTGAGCGGCAGTATGA 
AGGGGCTGAGGATGACTATTGCCAAGCACACCATCACCACCATCTTGGACACCCTGGGGGAGAATG 
ACTTCGTTAATATCATAGCGTACAATGACTACGTCCATTACATCGAGCCTTGTTTTAAAGGGATCC 
TCGTCCAGGCGGACCGAGACAATCGAGAGCATTTCAAACTGCTGGTGGAGGAGTTGATGGTCAAAG 
GTGTGGGGGTCGTGGACCAAGCCCTGAGAGAAGCCTTCCAGATCCTGAAGCAGTTCCAAGAGGCCA 
AGCAAGGAAGCCTCTGCAACCAGGCCATCATGCTCATCAGCGACGGCGCCGTGGAGGACTACGAGC 
CGGTGTTTGAGAAGTATAACTGGCCAGACTGTAAGGTCCGAGTTTTCACTTACCTCATTGGGAGAG 
AAGTGTCTTTTGCTGACCGCATGAAGTGGATTGCATGCAACAACAAAGGCTACTACACGCAGATCT 
CAACGCTGGCGGACACCCAGGAGAACGTGATGGAATACCTGCACGTGCTCAGCCGCCCCATGGTCA 
TCAACCACGACCACGACATCATCTGGACAGAGGCCTACATGGACAGCAAGCTCCTCAGCTCGCAGG 



-12- 



CTCAGAGCCTGACACTGCTCACCACTGTGGCCATGCCAGTCTTCAGCAAGAAGAACGAAACGCGAT 
CCCATGGCATTCTCCTGGGTGTGGTGGGCTCAGATGTGGCCCTGAGAGAGCTGATGAAGCTGGCGC 
CCCGGTACAAGCTTGGAGTGCACGGATACGCCTTTCTGAACACCAACAATGGCTACATCCTCTCCC 
ATCCCGACCTCCGGCCCCTGTACAGAGAGGGGAAGAAACTAAAACCCAAACCTAACTACAACAGTG 
TGGATCTCTCCGAAGTGGAGTGGGAAGACCAGGCTGAATCTAAGCGAGTTCTTTTCCTGACCAATG 
ACTACTTCTTCACGGACATCAGCGACACCCCTTTCAGTTTGGGGGTGGTGCTGTCCCGGGGCCACG 
GAGAATACATCCTTCTGGGGAACACGTCTGTGGAAGAAGGCCTGCATGACTTGCTTCACCCAGACC 
TGGCCCTGGCCGGTGACTGGATCTACTGCATCACAGATATTGACCCAGACCACCGGAAGCTCAGCC 
AGCTAGAGGCCATGATCCGCTTCCTCACCAGGAAGGACCCAGACCTGGAGTGTGACGAGGAGCTGG 
TCCGGGAGGTGCTGTTTGACGCGGTGGTGACAGCCCCCATGGAAGCCTACTGGACAGCGCTGGCCC 
TCAACATGTCCGAGGAGTCTGAACACGTGGTGGACATGGCCTTCCTGGGCACCCGGGCTGGCCTCC 
TGAGAAGCAGCTTGTTCGTGGGCTCCGAGAAGGTCTCCGACAGGAAGTTCCTGACACCTGAGGACG 
AGGCCAGCGTGTTCACCCTGGACCGCTTCCCGCTGTGGTACCGCCAGGCCTCAGAGCATCCTGCTG 
GCAGCTTCGTCTTCAACCTCCGCTGGGCAGAAGGACCAGAAAGTGCGGGTGAACCCATGGTGGTGA 
CGGCAAGCACAGCTGTGGCGGTGACCGTGGACAAGAGGACAGCCATTGCTGCAGCCGCGGGCGTCC 
AAATGAAGCTGGAATTCCTCCAGCGCAAATTCTGGGCGGCAACGCGGCAGTGCAGCACTGTGGATG 
GGCCGTGCACACAGAGCTGCGAGGACAGTGATCTGGACTGCTTCGTCATCGACAACAACGGGTTCA 
TTCTGATCTCCAAGAGGTCCCGAGAGACGGGAAGATTTCTGGGGGAGGTGGATGGTGCTGTCCTGA 
CCCAGCTGCTCAGCATGGGGGTGTTCAGCCAAGTGAC^ 

CCTCGAGTCACCACCACAGTGCAGCCCAGCCCCTGGTCAGCCCAATTTCTGCCTTCTTGACGGCGA 
CCAGGTGGCTGCTGCAGGAGCTGGTGCTGTTCCTGCTGGAGTGGAGTGTCTGGGGCTCCTGGTACG 
ACAGAGGGGCCGAGGCCAAAAGTGTCTTCCATCACTCCCACAAACACAAGAAGCAGGACCCGCTGC 
AGCCCTGCGACACGGAGTACCCCGTGTTCGTGTACCAGCCGGCCATCCGGGAGGCCAACGGGATCG 
TGGAGTGCGGGCCCTGCCAGAAGGTATTTGTGGTGCAGCAGATTCCCAACAGTAACCTCCTCCTCC 
TGGTGACAGACCCCACCTGTGACTGCAGCATCTTCCCACCAGTGCTGCAGGAGGCGACAGAAGTCA 
AATATAATGCCTCTGTCAAATGTGACCGGATGCGCTCCCAGAAGCTCCGCCGGCGACCAGACTCCT 
GCCACGCCTTCCATCCAGAGGAGAATGCCCAGGACTGCGGCGGCGCCTCGGACACCTCAGCCTCGC 
CGCCCCTACTCCTGCTGCCTGTGTGTGCCTGGGGGCTACTGCCCCAACTCCTGCGGTGACACCACC 
CAGCCTGACCTGTGTTTTGGCAAGGTGATCCTTCCAGAGCCATCCCAAAAAGTCAGCACTGACATG 
GGATGCAGCTAACTGCAGTTGGGTCGCCCCCAGGCCAACGCTCCTCTCAATCCTGGGCTGGTGGCC 
CCTGGCTCCGGAGAATGCTGGATGGAACAGGAAACCAATCACCTGGCACCACTTTCAAGATGCTTC 
ATGGTGCCCGGTACCATCTGCCCTAGGTCTCAACATGAGCATACTTCTGACCTAACCTTCCTGTCT 
CCTCTTCGGGAAGCCAGCGTGAGCTCAGCTTGGACCAAGACAAAATAATTTAGTTCTTCCTGTACT 
CCAGAGTCCAGACCCAGCCAAGAAAGGGTCAGTTGTTTCTGACCCTTTCTGTCGGAGTGGTCTCTG 
GTAGAACCCAAGGACTTCTGGGTACTGAGAAGCAGCAGCAGAATGAGGCCAAATGCAGAGATGAGG 
CTAAGGCAAGAATATGCCCCAACTAAAGCATAGATTCCCCAAAGTGAGGCTCATGGTGGGAGGCCA 
CTCACCTTCCTAGCTGCTGCTCGAAAAGGTTTTGACTGTGTTGGGGTGGGGGTTGGGTAAGGGAAT 
GGTCAAGACTGAGAAAGGAATGAAATCCATTCAGGAAATATCGACAGGGCTACACGTGATGTCCCC 
AAACTGCTGCTATTGAAGAACTTCCCAAAACTTCTTTACAAAGCCCTAAAGGAAAGTTTGCATCTA 
TGAAAAGCCAATAGGCTGAGACATCCAATTGCTGCATGGAAATTGATGTACATTCAGGGGACGGCA 
AAAATAGCTGTAAAATAGTGAAAAAGAGCAGTGGTTGTGCTCTTTTCTGGCCAATGATTTACAAAA 
GAATCTACTTGACTCTGTCCCTGGAGTGAAATCCTTAGGGTTGGAACTTGTGGGAACATTCCAACT 
TGCTAAGCAGGGTCCACTGGGAGGGAAGCTCTATCTGGGAACTCACCCCCAGCGCACACACATCTC 
CCCCAGGGTCCCAAGGCCCCGCAGCTTCCTCCCCCGACCAAACCCCAAGACCTGGATCCCAGGAGA 
CAACAGTCTCCACATGAGAGCAACATTAAGGGCAAAGCCATGGAGAAATGTGGGAGAGGCCGGCCT 
CAAATCTTTCCATTTAACAAACCCCAGTGATGGGTATGGACAGCATGCAGGGCTTTTGGGGCGCTT 
CCCCCCGCTCCTCCATCACCCTCAGCCTCCACACTTCAAAGTTCAAGTTCAAAGCTGTTCAAGTTT 
CCTACCAGCAAATAGCCCTAACTTGCCTCTAGAGTAGGCCAAATGCCAACTCTGTAAAACACACTT 
ACATTATCGGTTACAGAATGTCACTCTTACCATCATGTCTTGCAACAACCCTGTGAGGGCAGTATT 
AATGCCCCCTTACAGCAGAAGACACTGCAGCTCGAAGACAGCTTAAGTGGCAGAATAATGCTAGAA 
CAGCTAAGGTTTACATGTACCAAATAACATGTTTCAGCTCATTCCATCCTCACAACAGCCCCCTGA 
AAGTGGGTACTATCATTAGTCCCATGTTATAGAAACTGCAGCAGAGTTGAAAATTGCCTCCAAATT 
ACCGGAAGAGTGTATGAAGATTGAATGTGATGTATTCACGTAACATGCTTGAAACTGCCTGGCATA 
TACTAAACGCTAAATAAATACATGCTAACTGCAAAAAAAAAAAAAAAAAAA 



(2) INFORMATION FOR SEQ ID NO : 16 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: human variant a26-D, EDGE screen 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

CCATGCCTGCAACTCCCAACTTCCTCGCAAACCCCAGCTCCAGCAGCCGCTGGATTCCCCTCCAGC 
CAATGCCCGTGGCCTGGGCCTTTGTGCAGAAGACCTCGGCCCTCCTGTGGCTQCTGQTTCTAGGQA. 
CCTCCCTGTCCCCTGCGTGGGGACAGGCCAAGATTCCTCTGGAAACAGTGAAGCTATGGGCTGACA 
CCTTCGGCGGGGACCTGTATAACACTGTGACCAAATACTCAGGCTCTCTCTTGCTGCAGAAGAAGT 
ACAAGGATGTGGAGTCCAGTCTGAAGATCGAGGAGGTGGATGGCTTGGAGCTGGTGAGGAAGTTCT 
CAGAGGACATGGAGAACATGCTGCGGAGGAAAGTCGAGGCGGTCCAGAATCTGGTGGAAGCTGCCG 
AGGAGGCCGACCTGAACCACGAATTCAATGAATCCCTGGTGTTCGACTATTACAACTCGGTCCTGA 
TCAACGAGAGGGACGAGAAGGGCAACTTCGTGGAGCTGGGCGCCGAGTTCCTCCTGGAGTCCAATG 
CTCACTTCAGCAACCTGCCGGTGAACACCTCCATCAGCAGCGTGCAGCTGCCCACCAACGTGTACA 
ACAAAGACCCAGATATTTTAAATGGAGTCTACATGTCTGAAGCCTTGAATGCTGTCTTCGTGGAGA 
ACTTCCAGAGAGACCCAACGTTGACCTGGCAATATTTTGGCAGTGCAACTGGATTCTTCAGGATCT 
ATCCAGGTATAAAATGGACACCTGATGAGAATGGAGTCATTACTTTTGACTGCCGAAACCGCGGCT 
GGTACATTCAAGCTGCTACTTCTCCCAAGGACATAGTGATTTTGGTGGACGTGAGCGGCAGTATGA 
AGGGGCTGAGGATGACTATTGCCAAGCACACCATCACCACCATCTTGGACACCCTGGGGGAGAATG 
ACTTCRTTAATATCATAGCGTACAATGACTACGTCCATTACATCGAGCCTTGTTTTAAAGGGATCC 
TCGTCCAGGCGGACCGAGACAATCGAGAGCATTTCAAACTGCTGGTGGAGGAGTTGATGGTCAAAG 
GTGTGGGGGTCGTGGACCAAGCCCTGAGAGAAGCCTTCCAGATCCTGAAGCAGTTCCAAGAGGCCA 
AGCAAGGAAGCCTCTGCAACCAGGCCATCATGCTCATCAGCGACGGCGCCGTGGAGGACTACGAGC 
CGGTGTTTGAGAAGTATAACTGGCCAGACTGTAAGGTCCGAGTTTTCACTTACCTCATTGGGAGAG 
AAGTGTCTTTTGCTGACCGCATGAAGTGGATTGCATGCAACAACAAAGGCTACTACACGCAGATCT 
CAACGCTGGCGGACACCCAGGAGAACGTGATGGAATACCTGCACGTGCTCAGCCGCCCCATGGTCA 
TCAACCACGACCACGACATCATCTGGACAGAGGCCTACATGGACAGCAAGCTCCTCAGCTCGCAGG 
CTCAGAGCCTGACACTGCTCACCACTGTGGCCATGCCAGTCTTCAGCAAGAAGAACGAAACGCGAT 
CCCATGGCATTCTCCTGGGTGTGGTGGGCTCAGATGTGGCCCTGAGAGAGCTGATGAAGCTGGCGC 
CCCGGTACAAGCTTGGAGTGCACGGATACGCCTTTCTGAACACCAACAATGGCTACATCCTCTCCC 
ATCCCGACCTCCGGCCCCTGTACAGAGAGGGGAAGAAACTAAAACCCAAACCTAACTACAACAGTG 
TGGATCTCTCCGAAGTGGAGTGGGAAGACCAGGCTGAATCTCTGAGAACAGCCATGATCAATAGGG 
AAACAGGTACTCTCTCGATGGATGTGAAGGTTCCGATGGATAAAGGGAAGCGAGTTCTTTTCCTGA 
CCAATGACTACTTCTTCACGGACATCAGCGACACCCCTTTCAGTTTGGGGGTGGTGCTGTCCCGGG 
GCCACGGAGAATACATCCTTCTGGGGAACACGTCTGTGGAAGAAGGCCTGCATGACTTGCTTCACC 
CAGACCTGGCCCTGGCCGGTGACTGGATCTACTGCATCACAGATATTGACCCAGACCACCGGAAGC 
TCAGCCAGCTAGAGGCCATGATCCGCTTCCTCACCAGGAAGGACCCAGACCTGGAGTGTGACGAGG 
AGCTGGTCCGGGAGGTGCTGTTTGACGCGGTGGTGACAGCCCCCATGGAAGCCTACTGGACAGCGC 
TGGCCCTCAACATGTCCGAGGAGTCTGAACACGTGGTGGACATGGCCTTCCTGGGCACCCGGGCTG 
GCCTCCTGAGAAGCAGCTTGTTCGTGGGCTCCGAGAAGGTCTCCGACAGGAAGTTCCTGACACCTG 
AGGACGAGGCCAGCGTGTTCACCCTGGACCGCTTCCCGCTGTGGTACCGCCAGGCCTCAGAGCATC 
CTGCTGGCAGCTTCGTCTTCAACCTCCGCTGGGCAGAAGGACCAGAAAGTGCGGGTGAACCCATGG 
TGGTGACGGCAAGCACAGCTGTGGCGGTGACCGTGGACAAGAGGACAGCCATTGCTGCAGCCGCGG 
GCGTCCAAATGAAGCTGGAATTCCTCCAGCGCAAATTCTGGGCGGCAACGCGGCAGTGCAGCACTG 
TGGATGGGCCGTGCACACAGAGCTGCGAGGACAGTGATCTGGACTGCTTCGTCATCGACAACAACG 
GGTTCATTCTGATCTCCAAGAGGTCCCGAGAGACGGGAAGATTTCTGGGGGAGGTGGATGGTGCTG 
TCCTGACCCAGCTGCTCAGCATGGGGGTGTTCAGCCAAGTGACTATGTATGACTATCAGGCCATGT 
GCAAACCCTCGAGTCACCACCACAGTGCAGCCCAGCCCCTGGTCAGCCCAATTTCTGCCTTCTTGA 
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CGGCGACCAGGTGGCTGCTGCAGGAGCTGGTGCTTGTGAGTGGGGGTAGACACGGGGCTGGTGGAG 
GCTGCATGCGAGGGTGGCTTAGGAGGGTGTCCTTGATCAGGAGGCTGCAAGGTCTCCAGGACAACC 
CACTTGCTACCAAGACCCCGGGGAAGGAGGGCACAATCCCTGGGCATGGACGCCACCTCTTCCCTG 
CATGCTTGCCCCTGGGAGGGACCTCATTGCTCAACCAGAGCCCTCAAGCAGGGAAGAGGGTGTCCT 
GGAGGAGAGGGGATGGGCCGGGGGCTGTCAGGGATACTCCAGCTCCTTGGGAACCCAAGTCGGGAG 
GGCTCAGAGGTCTCCGAGATTCAGTCCTGTGTCTGACAGGTTCCTGCTGGAGTGGAGTGTCTGGGG 
CTCCTGGTACGACAGAGGGGCCGAGGGTGAGTGCACGGAGCTGCAGGGCCATGTGCTGAAGAGCAG 
TGGCATTTTGGTCCACTAACGTGAGACCATTCCCTGTGGGGTGGGTGACAGTGGGGATAGGTGACC 
CTGAAGCATCGTTGTTCACATCTCACCCTGCGTGGCCTTCTCTCATCACATCCCTCACTCCTGGCT 
CTGTGTGTGACATCATCTTGGGACACCGCCACTCCATGTGCCATCATCACCACCCCATGACATCCT 
GCCCTCATGTGCCACCATGTTTTCCTGTGCCGTGTCCACCCTGTGCTGGGCTTATGTTCCGGCCAG 
CCAAAAGTGTCTTCCATCACTCCCACAAACACAAGAAGCAGGACCCGCTGCAGCCCTGCGACACGG 
AGTACCCCGTGTTCGTGTACCAGCCGG:CCATCCGGGAGGCCAACGGGATCGTGGAGTGCGGGCCC 
TGCCAGAAGGTATTTGTGGTGCAGCAGATTCCCAACAGTAACCTCCTCCTCCTGGTGACAGACCCC 
ACCTGTGACTGCAGCATCTTCCCACCAGTGCTGCAGGAGGCGACAGAAGTCAAATATAATGCCTCT 
GTCAAATGTGACCGGATGCGCTCCCAGAAGCTCCGCCGGCGACCAGACTCCTGCCACGCCTTCCAT 
CCAGAGGAGAATGCCCAGGACTGCGGYGGCGCCTCGGACACCTCAGCCTCGCCGCCCCTACTCCTG 
CTGCCTGTGTGTGCCTGGGGGCTACTGCCCCAACTCCTGCGGTGACACCACCCAGCCTGACCTGTG 
TTTTGGCAAGGTGATCCTTCCAGAGCCATCCCAAAAAGTCAGCACTGACATGGGATGCAGCTAACT 
GCAGTTGGGTCGCCCCCAGGCCAACGCTCCTCTCAATCCTGGGCTGGTGGCCCCTGGCTCCGGAGA 
ATGCTGGATGGAACAGGAAACCAATCACCTGGCACCACTTTCAAGATGCTTCATGGTGCCCGGTAC 
CATCTGCCCTAGGTCTCAACATGAGCATACTTCTGACCTAACCTTCCTGTCTCCTCTTCGGGAAGC 
CAGCGTGAGCTCAGCTTGGACCAAGACAAAATAATTTAGTTCTTCCTGTACTCCAGAGTCCAGACC 
CAGCCAAGAAAGGGTCAGTTGTTTCTGACCCTTTCTGTCGGAGTGGTCTCTGGTAGAACCCAAGGA 
CTTCTGGGTACTGAGAAGCAGCAGCAGAATGAGGCCAAATGCAGAGATGAGGCTAAGGCAAGAATA 
TGCCCCAACTAAAGCATAGATTCCCCAAAGTGAGGCTCATGGTGGGAGGCCACTCACCTTCCTAGC 
TGCTGCTCGAAAAGGTTTTGACTGTGTTGGGGTGGGGGTTGGGTAAGGGAATGGTCAAGACTGAGA 
AAGGAATGAAATCCATTCAGGAAATATCGACAGGGCTACACGTGATGTCCCCAAACTGCTGCTATT 
GAAGAACTTCCCAAAACTTCTTTACAAAGCCCTAAAGGAAAGTTTGCATCTATGAAAAGCCAATAG 
GCTGAGACATCCAATTGCTGCATGGAAATTGATGTACATTCAGGGGACGGCAAAAATAGCTGTAAA 
ATAGTGAAAAAGAGCAGTGGTTGTGCTCTTTTCTGGCCAATGATTTACAAAAGAATCTACTTGACT 
CTGTCCCTGGAGTGAAATCCTTAGGGTTGGAACTTGTGGGAACATTCCAACTTGCTAAGCAGGGTC 
CACTGGGAGGGAAGCTCTATCTGGGAACTCACCCCCAGCGCACACACATCTCCCCCAGGGTCCCAA 
GGCCCCGCAGCTTCCTCCCCCGACCAAACCCCAAGACCTGGATCCCAGGAGACAACAGTCTCCACA 
TGAGAGCAACATTAAGGGCAAAGCCATGGAGAAATGTGGGAGAGGCCGGCCTCAAATCTTTCCATT 
TAACAAACCCCAGTGATGGGTATGGACAGCATGCAGGGCTTTTGGGGCGCTTCCCCCCGCTCCTCC 
ATCACCCTCAGCCTCCACACTTCAAAGTTCAAGTTCAAAGCTGTTCAAGTTTCCTACCAGCAAATA 
GCCCTAACTTGCCTCTAGAGTAGGCCAAATGCCAACTCTGTAAAACACACTTACATTATCGGTTAC 
AGAATGTCACTCTTACCATCATGTCTTGCAACAACCCTGTGAGGGCAGTATTAATGCCCCCTTACA 
GCAGAAGACACTGCAGCTCGAAGACAGCTTAAGTGGCAGAATAATGCTAGAACAGCTAAGGTTTAC 
ATGTACCAAATAACATGTTTCAGCTCATTCCATCCTCACAACAGCCCCCTGAAAGTGGGTACTATC 
ATTAGTCCCATGTTATAGAAACTGCAGCAGAGTTGAAAATTGCCTCCAAATTACCGGAAGAGTGTA 
TGAAGATTGAATGTGATGTATTCACGTAACATGCTTGAAACTGCCTGGCATATACTAAACGCTAAA 
TAAATACATGCTAACTGCAAAAAAAAAAAAAAAAAAA 



(2) INFORMATION FOR SEQ ID NO: 17 

(i) SEQUENCE CHARACTERISTICS: 

. (A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(ix) FEATURE: 

(A) NAME/KEY: 



(B) LOCATION: 
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(D) OTHER INFORMATION: human variant a25-D, EDGE screen 
(iii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

MPATPNFLANPSSSSRWIPLQPMPVAWAFVQKTSALLWLLLLGTSLSPAWGQAKIPLETV 

KLWADTFGGDLYNTVTKYSGSLLLQKKYKDVESSLKIEEVDGLELVRKFSEDMENMLRR 

KVEAVQNLVEAAEEADLNHEFNESLVFDYYNSVLINERDEKGNFVELGAEFLLESNAHFS 

NLPVNTSISSVQLPTNVYNKDPDILNGVYMSEALNAVFVENFQRDPTLTWQYFGSATGFF 

RIYPGIKWTPDENGVITFDCRNRGWYIQAATSPKDIVILVDVSGSMKGLRMTL\KHTITTIL 

DTLGENDFVNIIAYNDYVHYIEPCFKGILVQADRDNREHFKLLVEELMVKGVGVVDQALR 

EAFQILKQFQEAKQGSLCNQAIMLISDGAVEDYEPVFEKYNWPDCKVRVFTYLIGREVSF 

ADRMKWIAChmKGYYTQlSTLADTQENVMEYLHVLSRPMVINHDHDIIWTEAYMDSKLL 

SSQAQSLTLLTTVAMPVFSKKNETRSHGILLGVVGSDVALRELMKLAPRYKLGVHGYAFL 

NTNNGYILSHPDLRPLYREGKKLKPKPNYNSVDLSEVEWEDQAESKRVLFLTNDYFFTDI 

SDTPFSLGWLSRGHGEYILLGNTSVEEGLHDLLHPDLALAGDWIYCITDIDPDHRKLSQL 

EAMIRFLTRKDPDLECDEELVREVLFDAVVTAPMEAYWTALALNMSEESEHVVDMAFLG 

TRAGLLRSSLFVGSEKVSDRKFLTPEDEASVFTLDRFrL w'YRQ 

GPESAGEPMVVTASTAVAVWDKRTAIAAAAGVQMKLEFLQRKFWAATRQCSTVDGPC 

TQSCEDSDLDCFVIDNNGFILISKRSRETGRFLGEVDGAVLTQLLSMGVFSQVTMYDYQA 

MCKPSSHHHSAAQPLVSPISAFLTATRWLLQELVLFLLEWSVWGSWYDRGAEAKSVFHH 

SHKHKKQDPLQPCDTEYPVFVYQPAIREANGIVECGPCQKVFWQQIPNSNLLLLVTDPTC 

DCSIFPPVLQEATEVKYNASVKCDRMRSQKLRRRPDSCHAFHPEENAQDCGGASDTSASP 

PLLLLPVCAWGLLPQLLR 



(2) INFORMATION FOR SEQ ID NO : 18 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 
•(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 

(B) LOCATION: 

(D) OTHER INFORMATION: 5' primer for human Ot25-D 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 
GCGAGGACAGTGATCTGG 



(2) INFORMATION FOR SEQ ID NO: 19 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
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(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' primer for human OC25-D 
(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
GGGTCCTCGTTCTTGTGTTT 

(2) INFORMATION FOR SEQ ID NO: 2 0 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: nested primer for human a25-D 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 
TCAGCCTCCACACTTCAAAG 



(2) INFORMATION FOR SEQ ID NO : 21 

(d) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: primer for human a25-D 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
TCCGCCTGGACGAGGATCC 

(2) INFORMATION FOR SEQ ID NO : 22 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: primer for human a25-D 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 
GTGTCCAAGATGGTGGTGAT 



(2) INFORMATION FOR SEQ ID NO : 23 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: primer for human a25-D (d20) 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 
ATCTACTGCATCACAGATATTG 



(2) INFORMATION FOR SEQ ID NO: 24 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: primer for human a25-D (a25D2) 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 



-18- 

GGTGAGGAAGCGGATCATG 



(2) INFORMATION FOR SEQ ID NO : 25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 5' primer mouse genomic of a25-B 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
TTCAACGAGAAGGCACAGCCT 



(2) INFORMATION FOR SEQ ID NO : 2 6 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' primer mouse genomic of OC25-B 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 
GTTGGCACAGGCCATCCACTG 



(2) INFORMATION FOR SEQ ID NO : 27 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 



(B) LOCATION: 
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(D) OTHER INFORMATION: primer for Sequencing mouse genomic, 
based on human 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 
AGGCTGTGCCTTCTCGTTGAA 



(2) INFORMATION FOR SEQ ID NO : 2 8 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
'ii^ MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 

(B) LOCATION: 

(D) OTHER INFORMATION: primcf for Sequencing mousc gcnomic, 
based on human 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 28: 
GAGCCCCCAAGAAGATCG 



(2) INFORMATION FOR SEQ ID NO : 29 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: primcT for Sequencing mouse gcnomic, 
based on human 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 29: 
CGATCTTCTTGGGGGCTC 



(2) INFORMATION FOR SEQ ID NO: 3 0 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 
. (B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 

(B) LOCATION: 

(D) OTHER INFORMATION: primer for Sequencing mouse genomic, 
based on human 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 
CACGATGATGACCATGTC 



(2) INFORMATION FOR SEQ ID NO : 31 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: primer for Sequencing mousc gcnomic, 
based on mouse 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 31: 
GGCAAGACCCTACACTGTTG 



(2) INFORMATION FOR SEQ ID NO : 32 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 
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(D) OTHER INFORMATION: primer for Sequencing mouse genomic, 
based on mouse 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 32: 
CCTGGTAATAGCGAGTGAC 



(2) INFORMATION FOR SEQ ID NO : 3 3 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE* cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 5' genomic Sequence from lOkb 
fragment for mouse a25-B 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

AAGCTTCTCTCTCATCACCAGGAGGAAGACATCATGTACTACGATGCCAAGGCTGACG 

CCGAGCrGGTAAGTGTCCCCACCTTTGCCGTAGAGGATGGGGAGCAGCCAGAGCCAC 

ACCTTGTTCTTCTGGGCCACAACAGTCTCAGCTGTAAAGTGGGTGTTAGGGATCCATG 

CTCACCTTTCTGAACTCAACCATTCTGTGTCGTGCTTGGTCAGCCTCTCCTTGTCCACA 

GCTCCCTAGAGATCCTTGACCCTCCAGGGCGTGTCTTCATCACCATTATAGGCTAAGC 

TCCCCCTGCACCATGTGGAGCAAGCAGGGTGGTAGAGTGTTGGATATCAGGGTGGTTC 

CATCCCAGTATGAGGGGCTCTCTGGGCTCCATGGGAGTAGAGAGGAGAAAGAAATGG 

ACTCCAGGACCTCCTGGGGTAGGTACATGGGAGTGAGACATGGTGACATCTAAGCCC 

TGCCCAGGACAGTAGAGGCTCCTTTCCTTGTGATTTGGGGAACTTTGCATCAAGCTAT 

GTAGAAGAACCCATGG 



(2) INFORMATION FOR SEQ ID NO: 34 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' genomic Sequence from lOkb 
fragment for mouse a25-B 
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(iii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

CAGGTGGCCTGTGGCTGGGCCCCTTCTCTGAACACTCACAGTGGAGACAGGGCTGGCC 

ACAGNAGACCCCATCCTTCTCTCCCTTCAGGGGCTGGGGTTGGTGGT.A.\CAGGAACTT 

CTCCCTGTT'TTCAACCTGACACAGGATGGCCCTGGGGAAAAGAAGGTGAGTTGCCCAG 

TGGGTTATCTGGGGAGGAGTTGGCATGCCTGGAGCAGGTCTGGGGATGGAGGAGGGT 

TAGGGCATGCTACAGATTTGGCAAAGCAGCTCTCCGTATCAGCAGCTTAGCCCTTAGG 

CCTGGGCCAGGGGGTTCTACTATGGAGTTGACTCATTATAGCATACCTTCCCATTCCTT 

TGTGTCCAGAACCAGTrAATCCTGGGTGTCATGGGCATCGATGTGGCCTTGAATGACA 

TCAAAAGGCTGACTCCCAACTACACAGTAAGTGTCCACCTGCCCCTCTGCCCTGGTTT 

GCTGTCCATAGTGACACAAGCCAGACTCAGCAGGGGAGACATGGGGACTGAAAGACC 

GTCACAGAAAGACTTCCCAAAGGGTTTGTTCTGAAGCTGTGGACAGCAAGC 



(2) INFORMATION FOR SEQ ID NO : 3 5 



( i ) S EQU ENG E 0¥J^ JPJlQ T EP. I ST I QS : 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 

(B) LOCATION: 

(D) OTHER INFORMATION: 1 . 8 kb mouse genomic scquence for 
mouse a25-B 



(iii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

GCTTTCTTGTGGCTGCGGGCCTTGGAGTGCATGCTGAGTGGGTGAGCTCCCTGGGGGC 

CGGCTGCAGGCTCCAGGCAAGCATGCTGGATGGGGGCCCAGCTCACAGCTCCCTGCC 

ACCCAGGCGGCCCTTCTCCACAGGCCACAAACCACATCAGCCCTGCTTGCTCACCGAG 

GCCTGGATGAGGGGTAGGCTGAGATATTTCTTTGATGATTTAGAGGAGGGAGAGCAA 

GAAAATCTCCCTGGAAGAGCTGGTGTGGCCCCACATGAGATCCTGGGAAATCAAAGA 

AAGCCTGGGCAGGCAGAAAGCAGGGGAGGCCATGGAGATGGGTTTAGCAGGGGGCG 

ACCCTGAACCTCCCAACCCCAGCCTTCTGCCCTGCCCCTCAGCTACCGTCATCCTCAAT 

GAGCTTAACTGGACAGAGGCCCTGGAGAACGTCTTCATTGAGAACCGTAGGCAAGAC 

CCTACACTGTTGTGGCAAGTCTTTGGCAGTGCCACGGGAGTCACTCGCTATTACCCAG 

GTAGGCACCACTGTCTCCCTGGCCCATCCAGCACCCGTCTTGCTCCATCTCCAAGCCTA 

CCCATTCTGAGGTCCATGGGGTACAATGAACCAGGTCAATCCCCATCACTCCCGCCTG 

CTCCAGTCAGACCCTTCTGCCGGGCCGGGCCCCTTCACCCCCTCTTTCCACAGCCACAC 

CATGGCGAGCCCCCAAGAAGATTGACCTGTACGATGTCAGAAGACGACCCTGGTGAG 

TGAGCAAGGGGGGTGGAGGCGAGACACCCCCTCAACTCCCCATCTCTCGTGCCCGCTC 

CCCTCCCTCCCAATATCCAGACCTCCGAGCAGGGCGCAGCCAGCTCTATCCAATTTTC 

ATTTCACACATCGCTGCCACTGGAAAATGGATCCCATCGCCCAGGCAAGCCGCCCAGC 

TGCCTCTGCCCCCACGCGTGTCGTCCACTACCCAGCCCCCCCACACCCACTCAGAACT 

GAGAGCAGACCAGGGAAGGTGCTTCCAGGGGTAGCTAGAGCCTCCGTCAGGTCAGCC 

GGCCCCACCTACTCATTTGATCCCTGGACACCCCGACCCTCTGCTCTGCCTCTCTCACA 

CTACTCCATGATCTTCCCTCCCTCCTCCATTACACAGCCAGACTCTCTGGAGTCTCTCT 

AGGACAGAGGACACAAGCCACTAAAGCCTTCTGTCCCCGTGGATCACCTGCCCCTTCC 

CCCTCACCTCTTGTTTACTTAATGAGGGAACCAGATCACTCACGTCACAAGAAAAAAA 

AAACTGTCTTTTTGTATTGAGCATGGTCTCCCCAGTGCCCAGACCTATTCCAACCCCTG 
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TAGTGCGTGGTCAGTAGAAACACAGGAATCAAGTGGGTGGAAGAAGGAAGACCCCGC 

AGGTCCCGGAGGTGCCGTCCTTAACTGAGTCTTCTCACTGGCAGGTATATACAGGCjGG 

CCTCATCACCCAAGGACATGGTCATCATTGTGGATGTGTGAGTGAGCCTTGTAGGCTG 

GTGGGATGGGCTAGGACTGGACTCTGCTTCCTGGGCACCTTATGAGGGAAGGGCGGG 

AAAACCCTGAGAGCCCACATGCATGCGCCCCCTTCCGTGCCTGGTTTCCAGGAGTGGG 

AGCGTGAGCGGCCTGACTCTG-A.\GCTGATGA.A.GACGTCCGTCTGTGAGATGCTAGAC 

ACGCTCTCTGATGATGACTATGTGAACGTGGCCTCAGTGAGTGGCAAGGTGGCAGGC 

AGGCTGGGTACCACTCACCCCCATCCAACCTGCTCCCATGACAACCATCAGCCCTGTA 

CAACAGCTGCACACTGTGTGGCCAGCCTGAAGCCACTCACCACCCCCCACTGTCCCCA 

CAG 



(2) INFORMATION FOR SEQ ID NO: 36 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 5' primers to amplify rat scqucnces for 
a25-C, PGR 1 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 36: 
GACAGGACCAACAAGGAGCAC 



(2) INFORMATION FOR SEQ ID NO : 37 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

( C ) STRANDEDNESS : s ingle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' primcrs to amplify rat sequences for 
a25-C, PGR 1 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 
GCCAACCACACCCAGAAGAAT 
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(2) INFORMATION FOR SEQ ID NO : 3 8 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/ KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: s' primcrs to amplify rat sequences for 
a25-C, PGR 5 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 38: 
AACGCACCATCAAGGAGACCA 



(2) INFORMATION FOR SEQ ID NO: 3 9 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/ KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: 3' primers to amplify rat sequences for 
(X26-C, PGR 5 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 39: 
AGGGGCAGCAGCAGCAAG 



(2) INFORMATION FOR SEQ ID NO : 40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 



(A) NAME/KEY: Coding Sequence 



-25- 

(B) LOCATION: 

(D) OTHER INFORMATION: PCRl product, rat a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 40: 

TTCAGGGAGCATTTGGACAAACTTTTTGCCAAAGGGATTGGAATGCTCGATATTGCGCTGAACGAG 
GCCTTCAATGTACTGAGCGATTTCAACCACACCGGACAAGGAAGCATTTGCAGCCAGGCCATTATG 
CTCATAACCGATGGGGCARTGGACACCTACGAYACCATCTTTGCAAAGTACAATTGGCCAGAGCGA 
AAGGTTCGAATCTTCACTTACCTCATTGGACGAGAGGCTGCTTTTGCAGACAATCTCAAGTGGATR 
GCTTGTGCTAACAAAGGATTTTTCACCCAGATCTCCACCTTGGCTGATGTGCAGGAAAATGTCATG 
GAATACCTCCATGTACTCAGTCGACCCAAAGTCATCGACCAGGAACATGATGTGGTGTGGACCGAA 
GCGTACATCGACAGCACTCTCCCTCAGGCTCAAAAGCTTGCTGATGATCAGGGCCTCGTCTTGATG 
ACCACAGTGGCCATGCCTGTGTTTAGTAAGCAGAACGAAACTAGGTCAAAGGGC 



(2) INFORMATION FOR SEQ ID NO: 41 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: PCR5 product, rat a25-C 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

CAGGGAACATTGCTTGTGAAGAYTGCTCCAAGTCCTTTGTCATCCAGCAAATCCCAAGTAGCAATC 
TGTTCATGGYGGTGGTGGACAGTAGCTGTCTCTGTGAGTCTGTGGCTCCTATCACCATGGCACCCA 
TTGAAATCAGGTATAATGAATCCCTTAAGTGTGAACGGTTAAAGGCTCAGAAGATCAGACGACGTC 
CGGAATCCTGCCACGGCTTCCATCCTGAGGAGAATGCGAGAGAGTGTGGGGGTGCATCAAGTCTCC 
AGGCCCAGGT 



(2) INFORMATION FOR SEQ ID NO: 42 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(ix) FEATURE: 

(A) NAME/KEY: 
(B) LOCATION: 

(D) OTHER INFORMATION: Human a25-D variant 



(iii) MOLECULE TYPE: protein 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 

MPATPNFLANPSSSSRWIPLQPMPVAWAFVQKTSALLWLLLLGTSLSPAWGQAKIPLETV 

KLWADTFGGDLYNTVTKYSGSLLLQKKYKDVESSLKIEEVDGLELVRKFSEDMENMLRR 

KVEAVQNLVEAAEEADLNHEFNESLVFDYYNSVLINERDEKGNFVELGAEFLLESNAHFS 

NLPVNTSISSVQLPTNVYNKDPDILNGVYMSEALNAVFVENFQRDPTLTWQYFGSATGFF 

RJYPGIKWTPDENGVITFDCRNRGWYIQAATSPKJ)IVILVDVSGSMKGLRMTIAKHTITTI 

LDTLGENDFXNIIAYNDYVHYIEPCFKGILVQADRDNREHFKLLVEELMVKGVGWDQAL 

REAFQILKQFQEAKQGSLCNQAIMLISDGAVEDYEPVFEKYNWPDCKVRVFTYLIGREVSF 

ADRMKWIACNNKGYYTQISTLADTQENVMEYLHVLSRPMVINHDHDIIWTEAYMDSKLL 

SSQAQSLTLLTTVAMPVFSKKNETRSHGILLGVVGSDVALRELMKLAPRYKLGVHGYAFL 

NTNNGYILSHPDLRPLYREGKXLKPKPNYNSVDLSEVEWEDQAESLRTAMINRETGT^^ 

DVKVPMDKGKRVLFLTNDYFFTDISDTPFSLGWLSRGHGEYILLGNTSVEEGLHDLLHPD 

LALAGDWIYCITDIDPDHRKLSQLEAMIRFLTRKDPDLECDEELVREVLFDAVVTAPMEA 

YWTALALNMSEESEHWDMAFLGTRAGLLRSSLFVGSEKVSDRKFLTPEDEASVFTLDRF 

PLWYRQASEHPAGSFVFNLRWAEGPESAGEPMVVTASTAVAVTVDKRTAIAAAAGVQM 

KLEFLQRKFWAATRQCSTVDGPCTQSCEDSDLDCFVIDNNGFILISKRSRETGRFLGEVDG 

AVL7QLL3MGVFSQVTMYDYQAMCKPSSKHK3AAQPLVSFISAFLTA7RWLLQELVLVS 

GGRHGAGGGCMRGWLRRVSLIRRLQGLQDNPLATKTPGKEGTIPGHGRHLFPACLPLGG 

TSLLNQSPQAGKRVSWRRGDGPGAVRDTPAPWEPKSGGLRGLRDSVLCLTGSCWSGVSG 

APGTTEGPRVSARSCRAMC 



(2) INFORI4ATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: >1907 a26-C, potent, soluble form 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43: 

TACTATAGGGCGGCCGCGAATTCGGCACGAGGCGGCGCGGAGCGGAGCAGGCAGCCCCGCGCGCTC 
GCCCACCGCCCGCTCCGCGCAGCTCCCCGCGGCCGCTCTCGTCGCCGCCGCAGCGGGCGCGTCGGA 
GGGAGCCCAGCATGGCCGGGCCGGGCTCGCCGCGCCGCGCGTCCCGGGGGGCCTCGGCGCTTCTCG 
CTGCCGCGCTTCTCTACGCCGCGCTGGGGGACGTGGTGCGCTCGGAGCAGCAGATACCGCTCTCCG 
TGGTGAAGCTCTGGGCCTCGGCTTTTGGTGGGGAGATAAAATCCATTGCTGCTAAGTACTCCGGTT 
CCCAGCTTCTGCAAAAGAAATACAAAGAGTATGAGAAAGACGTTGCCATAGAAGAAATTGATGGCC 
TCCAACTGGTAAAGAAGCTGGCAAAGAACATGGAAGAGATGTTTCACAAGAAGTCTGAGGCCGTCA 
GGCGTCTGGTGGAGGCTGCAGAAGAAGCACACCTGAAACATGAATTTGATGCAGACTTACAGTATG 
AATACTTCAATGCTGTGCTGATAAATGAAAGGGACAAAGACGGGAATTTTTTGGAGCTGGGAAAGG 
AATTCATCTTAGCCCCAAATGACCATTTTAATAATTTGCCTGTGAACATCAGTCTAAGTGACGTCC 
AAGTACCAACGAACATGTACAACAAAGACCCTGCAATTGTCAATGGGGTTTATTGGTCTGAATCTG 
TAAACAAAGTTTTTGTAGATAACTTTGACCGTGACCCATCTCTCATATGGCAGTACTTTGGAAGTG 
CAAAGGGCTTTTTTAGGCAGTATCCGGGGATTAAATGGGAACCAGATGAGAATGGAGTCATTGCCT 
TCGACTGCAGGAACCGAAAATGGTACATCCAGGCAGCAACTTCTCCGAAAGACGTGGTCATTTTAG 
TTGACGTCAGTGGCAGCATGAAAGGACTCCGTCTGACTATCGCGAAGCAAACAGTCTCATCCATTT 
TGGATACACTTGGGGATGATGACTTCTTCAACATAATTGCTTATAATGAGGAGCTTCACTATGTGG 
AACCTTGCCTGAATGGAACTTTGGTGCAAGCCGACAGGACAAACAAAGAGCACTTCAGGGAGCATC 
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TGGACAAACTTTTCGCCAAAGGAATTGGAATGTTGGATATAGYTCTGAATGAGGCCTTCAACATTC 
TGAGTGATTTCAACCACACGGGACAAGGAAGTATCTGCAGTCAGGCCATCATGCTCATAACTGATG 
GGGCGGTGGACACCTATGATACAATCTTTGCAAAATACAATTGGCCAGATCGAAAGGTTCGCATCT 
TCACATACCTCATTGGACGAGAGGCTGCGTTTGCAGACAATCTAAAGTGGATGGCCTGTGCCAACA 
AAGGATTTTTTACCCAGATCTCCACCTTGGCTGATGTGCAGGAGAATGTCATGGAATACCTTCACG 
TGCTTAGCCGGCCCAAAGTCATCGACCAGGAGCATGATGTGGTGTGGACCGAAGCTTACATTGACA 
GCACTCTGACTGATGATCAGGGCCCCGTCCTGATGACCACTGTAGCCATGCCTGTGTTTAGTAAGC 
AGAACGAAACCAGATCGAAGGGCATTCTTCTGGGAGTGGTTGGCACAGATGTCCCAGTGAAAGAAC 
TTCTGAAGACCATCCCCAAATACAAGTTAGGGATTCACGGTTATGCCTTTGCAATCACAAATAATG 
GATATATCCTGACGCATCCGGAACTCAGGCTGCTGTACGAAGAAGGAAAAAAGCGAAGGAAACCTA 
ACTATAGTAGCGTTGACCTCTCTGAGGTGGAGTGGGAAGACCGAGATGACGTGTTGAGAAATGCTA 
TGGTGAATCGAAAGACGGGGAAGTTTTCCATGGAGGTGAAGAAGACAGTGGACAAAGGGGTACATT 
TTTCTCAAACATTTTTGCTGCTTAATTTAAAACAAACCACTGTGAAAAATTAGCTTTGAAAGCTAT 
ATCTGGAATAAATATCTTTCGCTGAAGG 



(2) IMFOP^ATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/ KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION:a25-C, (2686-2745, 2892-3001) 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

TACTATAGGGCGGCCGCGAATTCGGCACGAGGCGGCGCGGAGCGGAGCAGGCAGCCCCGCGCGCTC 
GCCCACCGCCCGCTCCGCGCAGCTCCCCGCGGCCGCTCTCGTCGCCGCCGCAGCGGGCGCGTCGGA 
GGGAGCCCAGCATGGCCGGGCCGGGCTCGCCGCGCCGCGCGTCCCGGGGGGCCTCGGCGCTTCTCG 
CTGCCGCGCTTCTCTACGCCGCGCTGGGGGACGTGGTGCGCTCGGAGCAGCAGATACCGCTCTCCG 
TGGTGAAGCTCTGGGCCTCGGCTTTTGGTGGGGAGATAAAATCCATTGCTGCTAAGTACTCCGGTT 
CCCAGCTTCTGCAAAAGAAATACAAAGAGTATGAGAAAGACGTTGCCATAGAAGAAATTGATGGCC 
TCCAACTGGTAAAGAAGCTGGCAAAGAACATGGAAGAGATGTTTCACAAGAAGTCTGAGGCCGTCA 
GGCGTCTGGTGGAGGCTGCAGAAGAAGCACACCTGAAACATGAATTTGATGCAGACTTACAGTATG 
AATACTTCAATGCTGTGCTGATAAATGAAAGGGACAAAGACGGGAATTTTTTGGAGCTGGGATU^GG 
AATTCATCTTAGCCCCAAATGACCATTTTAATAATTTGCCTGTGAACATCAGTCTAAGTGACGTCC 
AAGTACCAACGAACATGTACAACAAAGACCCTGCAATTGTCAATGGGGTTTATTGGTCTGAATCTC 
TAAACAAAGTTTTTGTAGATAACTTTGACCGTGACCCATCTCTCATATGGCAGTACTTTGGAAGTG 
CAAAGGGCTTTTTTAGGCAGTATCCGGGGATTAAATGGGAACCAGATGAGAATGGAGTCATTGCCT 
TCGACTGCAGGAACCGAAAATGGTACATCCAGGCAGCAACTTCTCCGAAAGACGTGGTCATTTTAG 
TTGACGTCAGTGGCAGCATGAAAGGACTCCGTCTGACTATCGCGAAGCAAACAGTCTCATCCATTT 
TGGATACACTTGGGGATGATGACTTCTTCAACATAATTGCTTATAATGAGGAGCTTCACTATGTGG 
AACCTTGCCTGAATGGAACTTTGGTGCAAGCCGACAGGACAAACAAAGAGCACTTCAGGGAGCATC 
TGGACAAACTTTTCGCCAAAGGAATTGGAATGTTGGATATAGCTCTGAATGAGGCCTTCAACATTC 
TGAGTGATTTCAACCACACGGGACAAGGAAGTATCTGCAGTCAGGCCATCATGCTCATAACTGATG 
GGGCGGTGGACACCTATGATACAATCTTTGCAAAATACAATTGGCCAGATCGAAAGGTTCGCATCT 
TCACATACCTCATTGGACGAGAGGCTGCGTTTGCAGACAATCTAAAGTGGATGGCCTGTGCCAACA 
AAGGATTTTTTACCCAGATCTCCACCTTGGCTGATGTGCAGGAGAATGTCATGGAATACCTTCACG 
TGCTTAGCCGGCCCAAAGTCATCGACCAGGAGCATGATGTGGTGTGGACCGAAGCTTACATTGACA 



i 
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GCACTCTGACTGATGATCAGGGCCCCGTCCTGATGACCACTGTAGCCATGCCTGTGTTTAGTAAGC 
AGAACGAAACCAGATCGAAGGGCATTCTTCTGGGAGTGGTTGGCACAGATGTCCCAGTGAAAGAAC 
TTCTGAAGACCATCCCCAAATACAAGTTAGGGATTCACGGTTATGCCTTTGCAATCACAAATAATG 
GRTATATCCTGACGCATCCGGAACTCAGGCTGCTGTACGAAGAAGGAAAAAAGCGAAGGAAACCTA 
ACTATAGTAGCGTTGACCTCTCTGAGGTGGAGTGGGAAGACCGAGATGACGTGTTGAGAAATGCTA 
TGGTGAATCGAAAGACGGGGAAGTTTTCCATGGAGGTGAAGAAGACAGTGGACAAAGGGAAACGGG 
TTTTGGTGATGACAAATGACTACTATTATACAGACATCAAGGGTACTCCTTTCAGTTTAGGTGTGG 
CGCTTTCCAGAGGTCATGGGAAATATTTCTTCCGAGGGAATGTAACCATCGAAGAAGGCCTGCATG 
ACTTAGAACATCCCGATGTGTCCTTGGCAGATGAATGGTCCTACTGCAACACTGACCTACACCCTG 
AGCACCGCCATCTGTCTCAGTTAGAAGCGATTAAGCTCTACCTAAAAGGCAAAGAACCTCTGCTCC 
AGTGTGATAAAGAATTGATCCAAGAAGTCCTTTTTGACGCGGTGGTGAGTGCCCCCATTGAAGCGT 
ATTGGACCAGCCTGGCCCTCAACAAATCTGAAAATTCTGACAAGGGCGTGGAGGTTGCCTTCCTCG 
GCACTCGCACGGGCCTCTCCAGAATCAACCTGTTTGTCGGGGCTGAGCAGCTCACCAATCAGGACT 
TCCTGAAAGCTGGCGACAAGGAGAACATTTTTAACGCAGACCATTTCCCTCTCTGGTACCGAAGAG 
CCGCTGAGCAGATTCCAGGGAGCTTCGTCTACTCGATCCCATTCAGCACTGGACCAGTCAATAAAA 
GCAATGTGGTGACAGCAAGTACATCCATCCAGCTCCTGGATGAACGGAAATCTCCTGTGAGTGCAG 
CTGTAGGCATTCAGATGAAACTTGAATTTTTCCAAAGGAAGTTCTGGACTGCCAGCAGACAGTGTG 
CTTCCCTGGATGGCAAATGCTCCATCAGCTGTGATGATGAGACTGGAGACTTTTTTGGTGAGATCG 
AGGGAGCTGTGATGAACAAAT-TGCTAACAATGGGCTCCT'ra 

AAGCCATGTGTAGAGCCAACAAGGAAAGCAGCGATGGCGCCCATGGCCTCCTGGATCCCAGAAATT 
GAAACAGACCCTGGAGCCTTGTGATACTGAATATCCAGCATTCGTCTCTGAGCGCACCATCAAGGA 
GACTACAGGGAATATTGCTTGTGAAGACTGCTCCAAGTCCTTTGTCATCCAGCAAATCCCAAGCAG 
CAACCTGTTCATGGTGGTGGTGGACAGCAACTGCCTCTGTGAATCTGTGGCCCCCATCACCATGGC 
ACCCATTGAAATCAGGTATAATGAATCCCTTAAGTGTGAACGTCTAAAGGCCCAGAAGATCAGAAG 
GCGCCCAGAATCTTGTCATGGCTTCCATCCTGAGGAGAATGCAAGGGAGTGTGGGGGTGCGCCGAG 
TCTCCAAGCCCAGACAGTCCTCCTTCTGCTCCCTCTGCTTTTGATGCTCTTCTCAAGGTGACACTG 
ACTGAGATGTTCTCTTACTGACTGAGATGTTCTCTTGGCATGCTAAATCATGGATAAACTGTGAAC 
CAAAATATGGTGCAACATACGAGACATGAATATAGTCCAACCATCAGCATCTCATCATGATTTTAA 
ACTGTGCGTGATATAAACTCTTAAAGATATGTTGACAAAAAGTTATCTATCATCTTTTTACTTTGC 
CAGTCATGCAAATGTGAGTTTGCCACATGATAATCACCCTTCATCAGAAATGGGACCGCAAGTGGT 
AGGCAGTGTCCCTTCTGCTTGAAACCTATTGAAACCAATTTAAAACTGTGTACTTTTTAAATAAAG 
TATATTAAAATCATAAAAAAAAAAAAAAAAAAAA 



(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/ KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: adapter primer 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 
CCATCCTAATACGACTCACTATAGGGC 



(2) INFORMATION FOR SEQ ID NO : 46: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
^(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 

(B) LOCATION: 

(D) OTHER INFORMATION: adapter primer 
(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 46: 
ACTCACTATAGGGCTCGAGCGGC 

(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: probe for Northern blot 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 
CTGTGAGTGCAGCTGTAGGCATTCAGATGAAACTTGAATTTTTCCAAAGGAAGTTCTGGACTGCCA 
GCAGACAGTGTGCTTCCCTGGATGGCAAATGCTCCATCAGCTGTGATGATGAGACTGGAGACTTTT 
TTGGTGAGATCGAGGGAGCTGTGATGAACAAATTGCTAACAATGGGCTCCTTTAAAAGAATTACCC 
TTTATGACTACCAAGCCATGTGTAGAGCCAACAAGGAAAGCAGCGATGGCGCCCATGGCCTCCTGG 
ATCCCAGAAATTGAAACAGACCCTGGAGCCTTGTGATACTGAATATCCAGCATTCGTCTCTGAGCG 
CACCATCAAGGAGACTACAGGGAATATTGCTTGTGAAGACTGCTCCAAGTCCTTTGTCATCCAGCA 
AATCCCAAGCAGCAACCTGTTCATGGTGGTGGTGGACAGCAACTGCCTCTGTGAATCTGTGGCCCC 
CATCACCATGGCACCCATTGAAATCAGGTATAATGAATCCCTTAAGTGTGAACGTCTAAAGGCCCA 
GAAGATCAGAAGGCGCCCAGAATCTTGTCATGGCTTCCATCCTGAGGAGAATGCAAGGGAGTGTGG 
GGGTGCGCCGAGTCTCCAAGCCCAGACAGTCCTCCTTCTGCTCCCTCTGCTTTTGATGCTCTTCTC 
AAGGTGACACTGACTGAGATGTTCTCTTACTGACTGAGATGTTCTCTTGGCATGCTAAATCATGGA 
TAAACTGTGAACCAAAATATGGTGCAACATACGAGACATGAATATAGTCCAACCATCAGCATCTCA 
TCATGATTTTAAACTGTGCGTGATATAAACTCTTAAAGATATGTTGACAAAAAGTTATCTATCATC 
TTTTTACTTTGCCAGTCATGCAAATGTGAGTTTGCCACATGATAATCACCCTTCATCAGAAATGGG 
ACCGCAAGTGGTAGGCAGTGTCCCTTCTGCTTGAAACCTATTGAAACCAATTTAAAACTGTGTACT 
TTTTAAATAAAGTATATTAAAATCATAAAAAAAAAAAAAAAAAAAA 



(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A) NAME/KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: Edge 5' primer 

(iii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 
CTAGAGGCCATGATCCGCTTCCTCAC 

(2) INFORMATION FOR SEQ ID NO : 49: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A) NAME /KEY: Coding Sequence 
(B) LOCATION: 

(D) OTHER INFORMATION: Edge 3/ primer 

(iii) MOLECULE TYPE: cDNA 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 49: 
GCCCACGAACAAGCTGCTTC 



